Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; R factor = 0.047; wR factor = 0.126; data-to-parameter ratio = 15.3.
The title compound, [Na(C 10 H 9.5 N 2 O 2 S 2 ) 2 (H 2 O)], is a molecular sodium complex with N 0 -(1,3-dithiolan-2-yl)-2-hydroxybenzohydrazide ligands with the negative charge spread evenly over both, and a water molecule. The Na I ion coordination is distorted trigonal-bipyramidal, formed by two N and three O atoms, with the Na I ion lying on a twofold rotation axis. Intramolecular N-HÁ Á ÁO hydrogen bonds occur. Molecules pack as discrete units and the crystal packing is stabilized by strong O-HÁ Á ÁO hydrogen bonds, which give rise to chains along [010] ; the chains are interlinked by strong O-HÁ Á ÁO hydrogen bonds.
Related literature
For general background to the 2-salicylihydrazono-1,3-dithiolane ligand (H 2 L) and its metal complexes, see: Beghidja et al. (2005 Beghidja et al. ( , 2006 ; Bouchameni et al. (2011) . For background to dithiocarbazates, see : Wang et al. (2002) ; Zhou et al. (2007) and for their biological activity, see : Tarafder et al. (2000 : Tarafder et al. ( , 2001 .
Experimental
Crystal data [Na(C 10 H 9.5 Hydrogen-bond geometry (Å , ). 
Data collection: COLLECT (Nonius, 1998); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
wide variation in structure and properties (Zhou et al., 2007; Wang et al., 2002) . Some of these compounds have been widely studies for their antibacterial and antifungal activities (Tarafder et al., 2000; Tarafder et al., 2001) . The ligand H 2 L was synthesized as previously described (Beghidja et al., 2005) . The molecular structure of the title compound is illustrated in Fig. 1 . The sodium cation is chelated by two H 1.5 L -1/2 bidentate anions coordinated by the hydrazide group via O1 and N2 atoms. Na1-O1 = 2.316 (3) Å, Na1-N2 = 2.664 (3) Å. The geometry around the metal is a distorted trigonal bipyramid with a water molecule lying in the axial position through O3. Na1-O3 = 2.213 (5) Å. The crystal structure can be described as a one-dimensional set of chains, interlinked by strong hydrogen-bonds type O-H···O, along the b axis, between O3-H3···O1. These chains are interconnected along the c axis via strong hydrogen-bonds type O-H···O between O2-H2···O2 (Fig 2) .
The reaction of H 2 L (0.05 g, 2 x 10 -4 mol) with Mn(OH) 3 (0.0106 g, 10 -4 mol) and NaOH (0.01 g, 2 x 10 -4 mol) in ethanol solution leads to a yellow solution which was left to stand undisturbed at room temperature. Several days later, xray quality colorless single crystals were obtained by slow evaporation, which were filtrated and characterized.
Refinement
The positions of the H atoms of the water molecule and hydroxyl group were located in the electron density maps; other H atoms were placed in calculated positions and refined as riding with C-H = 0.95 Å, U iso = 1.2U eq (C) for aromatic groups; N-H = 0.86 Å, U iso = 1.2U eq (N); O-H = 0.90-0.95 Å, U iso = 1.5U eq (O).
Computing details
Data collection: COLLECT (Nonius, 1998); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction:
DENZO (Otwinowski & Minor, 1997 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (iv) x−1/2, y+1/2, z; (ix) −x+1, y, −z+2; (xi) −x+1, y+1, −z+1; (xii) −x+1, y−1, −z+2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

